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Data Cleaning Procedures
1. D. lumholtzi individuals were deleted due to the number of missing values.
2. Delete all cases missing an age at death. (These individuals died during the first few juvenile instars, leaving no values past start length.)
3. Delete all cases where the individual was found to be a male.
4. Delete all outliers by looking at ±2 S.D. from the mean per species and per trait. 
5. For the MANOVA, I replaced all other missing cases with the group mean.
MANOVA Instructions
1. Click ‘Analyze’ ‘General Linear Model’ ‘Multivariate…’
2. Add Factors: species, clone, and foodtreatment; Add Dependent Variables: lengthatmaturation, endlength, meanclutchlength, numberofclutches, meanclutchsize; Add Covariates: startlength, mom, time
3. Include two-way interactions, use Type III sums of squares.
4. In order to nest clones within species, adjust the /Design section of the output as follows: 
/Design species, clone(species), foodtreatment, species*foodtreatment, foodtreatment*clone(species)
Coefficient of Variation and Species-level Response Calculations 
COVs were calculated from , where s = standard deviation and γ = mean of the particular life-history trait. This was calculated per species.
Species-level responses were calculated by using the differences in log-transformed values between phosphorous treatments: P-sensitivity per trait = ln(traitHIP)-ln(traitLOP). This was calculated per species.
Linear regressions and correlation analysis in R
[bookmark: _GoBack]Annotated R code can be found in Fall2013_lifehistorytraits.R that will provide code for analysis in the manuscript as well as code to generate the figures.
Supplemental data (PCA Instructions in SPSS)
1. Click ‘Analyze’ ‘Dimension Reduction’ ‘Factor...’
2. Transfer the following variables into the analysis: time, species, clone, food treatment, mom, startlength, lengthatmaturation, endlength, meanclutchlength, numberofclutches, and meanclutchsize. 
3. Use Extraction method: Covariance matrix, Principal Component Analysis; Rotation Method: Varimax with Kaiser Normalization. Rotation should converge in under 10 rotations.
Save factor scores as separate variables and display the factor score coefficient matrix. 
Supplemental data (Effect Size Calculations in SPSS)
Effect sizes were calculated using Cohen’s D, where , and . 
4. 

1. Calculate the quadratic term for COV by clicking ‘Transform’ ‘Compute Variable’ and entering “COV*COV” into the formula box and labeling it SQCOV. 
2. Click ‘Analyze’ ‘Regression’ “Linear…”. Add the calculated P-sensitivity values into the dependent variable and both the calculated quadratic SQCOV and linear COV terms into the independent blocks.
