GenomeScope Profile
len:439,568,542bp uniq:87.7% het:0.0469% kcov:21.8 err:0.0806% dup:0.339% k:31

|
120

unique sequence
40

— errors
kmer-peaks

observed

unique sequence
peaks
= full model

observed
= errors
kmer-

= full model

T
100

Coverage
Coverage

GenomeScope Profile
Fig. S2

len:587,203,712bp uniq:77.2% het:0.807% kcov:8.81 err:1.08% dup:0.331% k:31
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