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Sheet 1: Genotypic data

Nuclear genotypes (9 loci) for 208 individuals of Valisia javana. Population refers to collection sites, with GPS coordinates provided in the main text. The 9 continental southern China populations are geographically disjunct, separated from 2 Hainan populations by a 30km straight. For each nuclear locus, alleles names are arbitrary (i.e., do not indicate size or sequence characteristics), and “0” indicates missing data.

Sheet 2: Sampling information on figs, trees and populations

In each population, mature male figs were collected from a set of plants (for the figs collected per plant in the sample site for which the data was recorded). “?” represent not exact sampling tree information. 

Notebook 1: Mitochondrial DNA sequence

The aligned partial mtDNA cytochrome c oxidase gene sequences of Valisia javana with 101 individuals and the GPS coordinates for the sampling locations were included. Local population designations follow Sheet 1 and the main text. 

