
 

Figure S1 – Fifty-percent rule consensus tree showing relationships among Bombus terrestris 

based on maximum likelihood analysis and Bayesian inference analysis of a 633bp segment 

of the mitochondrial COI gene. The tree was rooted with Bombus ignitus and Apis mellifera. 

Numbers above the branch are clade credibility for maximum likelihood and for Bayesian 

analysis below the branch.  


